Instructions on the function of the model and how to specify your variables
Function：
Jointmodelpred(Source="D",filename="filename",var1="CA125",var2=0,var3=0,var4=0,cutpoint=2,predictsurvtime=36)
We can calculate survival probability at any give time point using the above function. The variables are introduced below.
Source：Before running the program, the user needs to tell the codes in which disk your data are saved. If your data are in hard disk C, you need to input the following information: Source="C". 
filename：This is the name of your data file. You can name your data files freely, but you must follow the instructions on how to organize them. The instructions can be found in the following URL: http://www.math.nsysu.edu.tw/~cchang/predict_survival/Instructions_data_files.doc. For example, if your data files are called cancer.csv and cancer.id.csv, you need to input the following information: filename="cancer".
var1：This is a time-dependent variable, and the default is longitudinal CA125. If you are using other longitudinal markers, say, CA199, you need to input the following: var1="CA199". This variable is in column C of your data file, filename.csv. (Refer to instructions on building the data file in the above URL.)
var2，var3，var4：The user may need to include other important covariates in the model, and up to three covariates can be input as var2, var3, and var4. For example, if the user wishes to add chemotherapy drug and FIGO stage as two covariates, he needs to input the following: var2=drug, var3=stage, and no var4 is needed. Covariates are optional and not required. These variables are in columns F, G, and H of your data file, filename.csv. (Refer to instructions on building the data file in the above URL.)
cutpoint=2：Below is the Lowess curve of the CA125 profiles of all our patients. It showed that the CA125 values drop dramatically in the first two months, and have relatively small variations after 2 months. Therefore, we modeled the longitudinal CA125 differently before and after 2 months. However, if the user has different data patterns, he should decide the cut point for his own. If the user decides that his cut point is at month 1.5, he should input cutpoint=1.5.
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predictsurvtime=36：This variable tells the program the time point at which survival probabilities should be estimated, and it is expressed in months. The default is 36 months. If the users wishes to calculate survival probabilities at other time points, say, 2 years post surgery, he should input predictsurvtime=24. 
Output of Jointmodelpred: the estimated survival probability for each patient at the specified time point (predictsurvtime) is shown in the R console window.

Some examples：
1. If the user saved his data files as cancer.csv and cancer.id.csv in disk D, and wishes to estimate survival probabilities with longitudinal CA125 only at 3 years after surgery with a cut point at 2 months, then all he needs to input is the following, as all the other variables are the same as the default ones.

Jointmodelpred(filename=” cancer”)

2. If the user saved his data files as cancer.csv and cancer.id.csv in disk C, and he wishes to estimate survival probabilities with longitudinal CA125, chemotherapy drug and stage of the disease at 2 years after surgery with the cut point at 1.5 months, he should input the following: 
Jointmodelpred(Source="C",filename=”cancer”,var2=drug,var3=stage,cutpoint=1.5,predictsurvtime=24)

