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Abstract
Genetic dissection for complex disorders via genetic marker data has gained popularity in the post-genome era. The advance of biotechniques for typing genetic markers on human chromosomes is continuing proceeding. Compared with a popular individual genotyping experiment, a pooled DNA experiment (alleletyping experiment) is a more cost-saving and still efficient alternative for genetic typing. In this speech, I will provide an overview of pooled DNA analysis. The contents cover the introductions of a five-stage study design, adjustment for preferential amplification, estimation of important parameters (allele frequency, haplotype frequency and coefficient of linkage disequilibrium) and linkage disequilibrium mapping (single locus and multilocus association tests). The strengths and weaknesses of pooled DNA analyses will be discussed, and the potential directions will be addressed.
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